. Similarity matches of COX sequences obtained from individual dietary items to GenBank and BOLD databases. N=48 sequences. Table S1 . List of PCR primers employed in dietary studies of SESSF fishes. Table S2 . Assignment of COX1 sequences obtained from single specimens. Identities represent the highest sequence identity in BLAST searches of the GenBank and BOLD databases. Assignments ≥ 98% identity are identified at species level, 96-98% genus, 94-96 family, 92-94 order, 90-92 class. For assignments above species, the taxon providing the highest blast match is indicated in parentheses. Table S5 . Assignment of COX1 Minibar DNA sequences obtained from the stomach contents of eight predatory fishes. Assignments to broad taxonomic group were made by the least common ancestor approach, and further breakdowns to OTUs were made with the clustering algorithm in Qiime. Figures indicate the number of reads assigned. Only instances of 5 or more reads are shown.
